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Summary
In order to develop an efficient and reproducible protocol for genetic
engineering of high oleic Helianthus annuus L. genotypes (cv.
capella and SWSR2 inbred line) important parameters of a particle
bombardment strategy have been optimized, such as gold particle
size, particle acceleration pressure, distance between macrocarrier
assembly and target plate, pre-culture period of the explant and
number of bombardments per explant. These parameters were
evaluated on the basis of resulting GUS activity coupled with regeneration frequency and efficiency as well as plant cell vitality. Split
shoot apices were used as explants. The maximum GUS activity was
observed at 1550 psi acceleration pressure combined with 6 cm target
distance and 1.6 µm gold particle size. A pre-culture of one day prior
to bombardment gave the best results. In addition, two subsequent
bombardments increased the GUS activity of cv.capella and SWSR2
inbred line 1.6 and 2.1 fold, respectively, compared to explants
bombarded once. The optimized bombardment conditions were
applied for estimating the transformation frequency which reached
3.1 and 4.5 % for high oleic cv.capella and SWSR2 inbred line,
respectively. This frequency was calculated on the basis of positive
PCR results of putative transgenic plants and in relation to the total
number of bombarded explants.
Abbreviations: MUG – 4-methylumbelliferyl-ß-glucuronide; 4-MU
– 4-methylumbelliferone; BAP – 6-benzylaminopurine; gus – βglucuronidase; MS – Murashige and Skoog; nos – nopaline synthase
gene; nptII – neomycin phosphotransferase gene; psi – pounds per
square inch; SE – standard error; SIM – shoot induction medium

optimally transform many different cell types (BATHNAGAR et al.,
2002). In the first report on the introduction of a foreign gene by
particle bombardment of sunflower meristem explants, the
regenerated plants showed gus expression sectors indicating that
chimeric plants had been produced (B IDNEY , 1990). Transient
expression of the gus gene has been induced in sunflower cotyledonary explants and immature zygotic embryos at different
developmental stages after microprojectile bombardment (HUNOLD
et al., 1995). Small embryos of approximately 1.5-2.0 mm in diameter were the most suitable for efficient transient gus expression
(LAPARRA et al., 1995; HUNOLD et al., 1995) and multiple shoot
formation, but the conversion rate of transient to stable transformation
was shown to be very low (HUNOLD et al., 1995). The limited success
of DNA transfer into sunflower cotyledons by microprojectile
bombardment is likely due to the strong cuticle (HUNOLD et al., 1995).
Several factors have been described to influence the applicability
and efficiency of biolistic gene transfer such as genotype (KOPREK
et al., 1996), particle size (BHAT et al., 2001), pre-culture period prior
to gene transfer (RASCO-GAUNT et al., 1999), acceleration pressure
(KOPREK et al., 1996; BHATNAGAR et al., 2002; TADESSE et al., 2003),
the adjustable distances between rupture disc and target plate (BHAT
et al., 2001; RASCO-GAUNT et al., 1999) and number of bombardments
(LONSDALE et al., 1990). The aim of this study was to optimize the
physical and biological parameters in order to work out the highest
transformation efficiency without compromising the plant cell vitality
and regeneration frequency and to deliver a strategy for obtaining
stable transformants of high oleic sunflower, a hybrid (cv. capella)
and an inbred line (SWSR2).

Material and methods

Introduction
Sunflower (Helianthus annuus L.) is one of the three most important
annual oil-bearing crops world-wide following soybean (Glycine max
L.) and rapeseed (Brassica napus L.) (WEBER et al., 2003). High
oleic sunflower oil can also be used as food oil or deep-frying fat
(FICK and MILER, 1997; DORREL and VICK, 1997). Its high oxidative
performance of oleic acid and its very low content of polyunsaturated
fatty acids combined with low content of stearic acid make them
suitable for industrial applications like cosmetics, pharmaceuticals,
detergents, lubricants, metal working fluids, surfactants or for
chemical synthesis. Sunflower is known as one of the most recalcitrant species for tissue culture and genetic transformation.
Therefore, progress in sunflower transformation has been restricted
for many years by the limitations of an available regeneration system
and problems in combining regeneration and transformation within
the same cells (POTRYKUS, 1990). Particle bombardment is a popular
method of direct gene delivery into cells, tissues and organs. This
technique uses pressurized helium to accelerate sub-cellular size
microprojectiles of tungsten or gold coated with DNA (or other
biological material) into cells over range of velocities necessary to
* Corresponding author.

Plant material and explant preparation
Seeds of high oleic sunflower (Helianthus annuus L.), cv. capella
and inbred line SWSR2, kindly provided by Südwestsaat (Rastatt,
Germany), were surface sterilized for one min with 70 % (v/v)
ethanol, rinsed in a 6 % (v/v) sodium hypochlorite solution plus one
drop tween-20 for one hour and washed three times with sterile water.
Seeds germinated on a MS-based medium (MURASHIGE and SKOOG,
1962) containing MS salts 2.3 g l-1, sucrose 2 % (w/v), 2-(n-morpholino) ethanesulfonic acid (MES) 3.2 mM, phytoagar 7.5 g l-1 and pH
adjusted to 5.7 with NaOH (1 M). Seedlings grew for 10 days in
growth chamber at 25 ± 1°C and a light period of 12 h (115 µ E
m-2 s-1). After 10 days, aseptic shoot apices (4-5 mm length) were
bisected longitudinally according to MALONE-SCHONEBURG et al.
(1994) and used as explants in this study.
Plasmid isolation
Preparation of plasmid DNA from E. coli DH5α carrying the plasmid
pBI121 was performed as described by SAMBROOK and RUSSEL
(2001) using the alkaline lysis method. This plasmid containes the
gus gene under the transcriptional control of the CaMV35S promoter
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and the selectable nptII marker gene under the control of nos promoter.
Preparation of the gold particles and coating with DNA
Preparation of the gold particles was performed according to the
method of SANFORD et al. (1993) and stored at -20°C at a final
concentration of 60 mg ml-1. The particle suspension was thawed
when required and vortexed vigorously to resuspend the particles.
50 µl of microcarriers were taken in an eppendorf tube and while
vortexing continuously (for uniform DNA precipitation onto microcarriers) the following was added sequentially: 5 µl DNA (1 µg µl-1),
50 µl 2.5 M CaCl2 and 20 µl 0.1 M spermidine. Contents were
vortexed for 5-6 min, microcarriers were allowed to settle for 1 min
and pelleted by spinning for 2 sec at 14,000 rpm. The liquid was
removed and replaced by 140 µl of 70 % (v/v) ethanol for washing.
The first washing was followed by washing with 100 % (v/v) ethanol and finally particles were resuspended in 48 µl of 100 % ethanol.
These coated particles were kept at 4 ºC, used within 1 h of preparation and 6 µl of the coated particle suspension were loaded onto
the macrocarrier membrane which was allowed to dry for 10 min
prior to use.
Particle bombardment and plant regeneration
Various physical and biological parameters were applied in a single
or multifactorial way using pBI121 coated gold particles for cv.
capella hybrid and SWSR2 inbred line. These tested parameters
included different gold particle size (1 and 1.6 µm), particle acceleration pressures (0, 450, 900, 1550 and 1800 psi), distance
between macrocarrier assembly and target plate (6 and 9 cm), preculture of the explant (0, 1 and 2 days) and number of bombardments
per explant (1 and 2 shots). Split shoot apices were grouped in the
center of 4 cm Petri dishes on 2 % (w/v) autoclaved agarose gel (the
cut surface facing up). The bombardment was performed according
to SANFORD et al. (1993) using a Biolistic® PDS-1000/He particle
delivery system (Biorad, Germany). Bombarded explants were
cultured on shoot induction medium (SIM2, MOHAMED et al., 2003)
containing MS salts 4.3 g l-1, myo-inositol 0.6 mM, thiamine-HCl
0.3 µM, glycine 26.6 µM, nicotinic acid 4.1 µM, pyridoxine-HCl
2.4 µM, sucrose 3 % (w/v), BAP 0.4 µM, pH 5.7 and plant-agar
6 g l-1 without any selecting agent. Culture conditions were 25 ± 1°C
and a light period of 12 h (115 µ E m-2 s-1). After three weeks, explants
were sub-cultured on fresh SIM2 and incubated under the same
conditions. Under these conditions, multiple-shoot regeneration could
be observed and the biggest regenerant of each explant was used for
further molecular analysis.

Measurement of plant cell vitality
Regenerated shoots from the bombardment were chosen randomly to measure the vitality by using a pulse-amplitude modulated
fluorescence measurement system (PAM 2000 fluorometer, Waltz,
Germany) as described by SCHREIBER and BILGER (1993). Vitality
was measured as a yield, which represents the essence of fluorescence
quenching analysis by the saturation pulse method and calculated
according to the equation
Yield =

Fm' – Ft
Fm'

Ft = the parameter which represents the basic fluorescence yield at
any given time.
Fm' = the parameter defined as the maximal fluorescence yield
reached in a pulse of saturating light with an illuminated sample.

Histochemical GUS activity assay
ß-glucuronidase (GUS) activity was assayed according to JEFFERSON
et al. (1987). Regenerated shoots (five weeks after bombardment in
the transformation experiments testing different parameters and
8 weeks after bombardment in the final representative transformation experiment) were immersed in GUS staining solution (0.1M
Na 2 HPO 4; pH 7.0, 10 mM NaEDTA, 0.5 mM K-ferricyanide,
0.5 mM K-ferrocyanide, 0.1 % (v/v) Triton-X-100, 1 mM X-Gluc
(5 bromo-4-chloro-3-indolyl glucuronide) and 20 % (v/v) methanol)
(K USOGI et al., 1990) and vacuum infiltration was applied at
200 mbar for 10 min, then incubated overnight in the dark at 37°C.
Before microscopic analysis, chlorophyll was removed by extraction
in an ethanol series (70 %, 96 %) for 24 h. Untreated explants were
cultured under identical conditions and served as negative control.
By this assay qualitative data concerning the specificity of the gus
gene expression in the tissue were obtained. After the histochemical
assay, positive plants were used for PCR analysis.

Fluorometric GUS activity assay
The fluorometric GUS activity assay was performed according to
JEFFERSON et al. (1987). For testing different parameters, the assay
was performed four weeks after bombardment. In the final representative transformation experiment it was performed 8 weeks
after bombardment. Leaf tissue from transformed and non-transformed regenerants was ground to homogeneity with a pestle and
mortar in the presence of liquid nitrogen. Tissue was extracted in
microcentrifuge tubes with extraction buffer (2 ml g-1 ground tissue)
containing 50 mM NaH2PO4, pH 7.0, 10 mM EDTA, 0.2 % (v/v)
Triton X-100 and 10 mM ß-mercaptoethanol, centrifuged to pellet
the debris and the supernatant was collected. Protein content of this
crude extract was quantified according to BRADFORD (1976), mixed
with 500 µl MUG solution (1 mM 4-methylumbelliferyl-ß-glucuronide in 20 % (v/v) methanol). The reaction was carried out in the
dark at 37°C for 1 h. and stopped with 400 µl 0.2 M Na2CO3. The
assays were analyzed in a spectro fluorometer (Fluoro-Max, Spex,
Germany) and the fluorescence was recorded at an excitation wavelength of 365 nm and an emission wavelength of 455 nm. The
readings were compared to readings of 4-MU standards of varying
concentrations and were plotted against time to determine the amount
of 4-MU produced. GUS activity was calculated as micromoles of
4-MU formed per mg protein and min.

Plant DNA extraction and polymerase chain reaction analysis
DNA from transformed (positive GUS activity assay), putatively
transformed and non transformed plants was extracted according to
the CTAB method (DOYLE and DOYLE, 1987; CULLINGS, 1992) and
digested with EcoRI. Detection of gus and nptII in these samples
was conducted using PCR with the following primers: gus primers
5´-ATG TTA CGT CCT GTA GAA AC-3´ and 5´-CTT CAC TGC
CAC TGA CCG GA-3´, which were designed to amplify an approximately 830 bp DNA fragment of the gus gene and nptII
primers 5´-ACA AGA TGG ATT GCA AGG-3´and 5´-AAC TCG
TCA AGA CGA TAG-3´ which amplify an approximately 800 bp
DNA fragment of the nptII gene. PCR reaction was performed in
50 µl reaction mix containing 50-100 ng EcoRI digested genomic
DNA, 5 µl 1.5 mM MgCl2, 5 µl 10 x Taq DNA polymerase buffer,
0.75 µl 0.2 mM dNTP, 12.5 µl 0.25 µM of each primer and 2 U Taq
DNA polymerase. As a positive control, the corresponding plasmid
was used as a template. DNA samples were denatured for 5 min at
95°C and amplified during 32 cycles, denaturation for 1 min at 95°C,
annealing for 1 min at 64°C for gus and at 58°C for nptII, extension
for 1 min at 72°C. Cycling was closed with a final extension step for
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10 min at 72°C. Amplified products were separated on a 0.8 % (w/v)
agarose gel and the DNA was visualized with ethidium-bromide on
a UV transilluminator (SAMBROOK and RUSSEL, 2001) at 305 nm.
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Considering the overall effects of acceleration pressure on the GUS
activity as well as the cell vitality and the tissue culture response, a
helium pressure of 1550 psi, combined with 6 cm target distance
and 1.6 µm particle size was found to be acceptable for bombardment
of sunflower split shoot apices.

Results
Evaluation of different physical and biological parameters
of bombardment

Effect of pre-culture duration and number of shots per explant
on GUS activity

Two microcarrier gold particle sizes (1 and 1.6 µm) were used at
four particle acceleration pressures (0, 450, 900, 1550 and 1800 psi)
in combination with 6 and 9 cm target distance. Moreover, pre-culture
durations of the explant (0, 1 and 2 days) and number of bombardments per explant (1 and 2 shots) were studied to support the
introduction of DNA with minimal tissue damage or interference
with the regeneration potential. Evaluation of these parameters was
based on histochemical and fluorometric GUS activity assays coupled
with shoot induction frequency (%), which was calculated as number
of regenerated explants per total number of explants, and plant cell
vitality. These experiments were laid out as a complete randomized
design and each treatment was based on four replicates of forty
explants.

All the hitherto optimized parameters (shown above) were applied
in subsequent transformation experiments. These experiments were
designed to find out the effect of pre-culture duration and number of
shots per explant on the transformation events as well as cell vitality
and tissue culture response.
As presented in Fig. 1E and 2E, the bombardment of the explants
for two times resulted in the highest levels of GUS activity in the
fluorometric assay. In comparison, when the explants were bombarded twice after one day of pre-culture, an increase in GUS activity
of 1.6 and 2.1 fold was achieved in cv. capella and SWSR2 inbred line, respectively, compared to explants bombarded one time.
Moreover, pre-culture duration also affected GUS activity. When
explants were cultured for one day prior to bombardment, higher
values in the fluorometric assay were obtained compared to 0 and
2 days of culture.
In terms of the histochemical GUS activity assay, the gus expression
decreased by19.6 and 53 % with increasing the pre-culture duration
to 2 days in cv. capella and SWSR2 inbred line, respectively, when
explants were bombarded one time. Meanwhile, there was a variation
in the general pattern of gus expression between the two genotypes
when the explants were bombarded twice. The lowest gus expression
frequency was 12.5 % in cv. capella and resulted from pre-culture of
the explants for one day prior to the double bombardment. Conversely,
the highest gus expression frequency was 25 % in SWSR2 inbred
line and resulted from the same condition (Fig. 1E and 2E).

Effect of gold particle size, particle acceleration pressure and
target distance on GUS activity
Fig. 1 and 2 show that the general pattern of response was similar in
both tested genotypes (cv. capella and SWSR2) with respect to GUS
activity. The highest fluorometric activity value resulted by using
1.6 µm particle size regardless of helium pressure and target distance
used. Moreover, there was a direct correlation between the fluorometric GUS activity and the helium pressure up to 1550 psi. When
the helium pressure exceeded this value, the fluorometric GUS
activity dramatically decreased.
Increasing the target distance to 9 cm induced a reduction in the
fluorometric GUS activity with respect to the particle size and the
helium pressure used. In comparison, the fluorometric GUS activity
of cv. capella and SWSR2 inbred line plants which were bombarded
with 1.6 µm particle size and 1550 psi at 9 cm was 3.7 and 2.9 times
lower than those bombarded with the same particle size and helium
pressure at 6 cm, respectively (Fig. 1A and 2A). Increasing the
target distance to 9 cm could not be compensated by the elevation of
acceleration pressure with the use of any particle size.
A helium pressure of 1550 psi in combination with a target distance
of 6 cm and 1.6 µm particle size resulted in the highest gus expression
frequency which amounted to 33.3 and 30.8 % for cv. capella and
SWSR2 inbred line, respectively (Fig. 1B and 2B). There was no
gus expression observed in the plants which were bombarded at
9 cm and 450-900 psi using either particle size of both genotypes.

Effect of pre-culture duration and number of shots per explant
on plant regeneration and cell vitality
Influence of pre-culture duration and number of shots per explant on
the shoot induction and the cell vitality is illustrated in Fig. 1F and
2F. Shoot induction frequency and the cell vitality increased in
dependency of pre-culture duration. Number of bombardment per
explant affected shoot induction frequency as well as the cell vitality.
Cv. capella was highly affected by the number of shots per explant
compared to SWSR2 inbred line.
In conclusion, on the basis of the results obtained during the optimization experiments, the optimized bombardment conditions
are: 1550 psi of acceleration pressure in combination with 6 cm target
distance, 1.6 µm gold particle size and pre-culture the explants for
one day prior to a double bombardment.

Effect of gold particle size, particle acceleration pressure and
target distance on plant regeneration and cell vitality
The cell vitality of the bombarded tissues appeared to be inversely
related to the helium pressure at either of the two target distances
(Fig. 1C and 2C). At the highest helium pressure (1800 psi) the
bombarded tissues with 1.6 µm particle size at 6 cm distance were
extensively damaged in both genotypes.
Shoot induction frequency was also affected by varying helium
pressure. This effect was more pronounced at 6 cm target distance
with 1.6 µm particle size. Using a combination of 1.6 µm particle
size, 6 cm target distance and 1800 psi the shoot induction frequency
was decreased to 12.5 and 7.5 % of cv. capella and SWSR2 inbred
line, respectively (Fig. 1D and 2D).

Estimation of transformation frequency
All the resulting optimal parameters were applied in final representative transformation experiments using 95 split shoot apices of
cv. capella and 110 of SWSR2 inbred line. Regenerated plantlets
8 weeks after bombardment were subjected to histochemical and
fluorometrical GUS activity assay as well as to molecular analysis.
The transformation frequency was calculated on the basis of PCR
analysis and recorded as a percentage of the total number of cocultivated explants.
As shown in Tab. 1 the recorded number of gus expressing plants
was 1 and 4 in cv.capella and SWSR2 inbred line, respectively. gus
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Fig. 1: Assessment of different particle bombardment parameters affecting the transformation efficiency of split shoot apices for high oleic H. annuus L.
cv. capella. A - D: different target distances, different helium pressures and different gold particle sizes and its effect on (A) gus expression level, (B)
GUS activity in the histochemical assay, (C) vitality and (D) shoot induction frequency. The bombardment were applied without pre-culture of the
explants and a single shot per plate. E - F: different pre-culture durations and numbers of shots per plate and its effect on (E) GUS activity and (F)
shoot induction frequency and vitality. Here, bombardments were applied under 6 cm distance between macrocarrier assembly and target plate using
1.6 µm gold particles and 1550 psi helium pressure. Results are data of at least three replicates and error bars represent the SE. For protocol details
see materials and methods.

expression was complete and uniform in the transformed plants,
whereas no expression was detected in the untreated plants (control)
(see Fig. 3).
The fluorometric GUS activity assay results reflect that SWSR2
inbred line had a slightly higher average gus expression than the cv.
capella. The fluorometric value of SWSR2 was 1723.2 µmol MU
mg protein-1 min-1. whereas the corresponding value recorded from
cv. capella was 1509.6 µmol MU mg protein-1 min-1 (Tab. 1).
The specific amplified fragments of 830 and 800 bp for gus and

nptII, respectively, were amplified in the transformed regenerated
plantlets of cv. capella and SWSR2 inbred line (Fig. 4), whereas no
amplified band was detected in the non-transformed plants. From 30
and 40 tested PCR plants 3 and 5 plants were positive with either of
the two primers of cv. capella and SWSR2 inbred line, respectively
(Tab. 1). This indicates that some of the PCR positive plants did not
express the gus gene. The transformation frequency of cv. capella
was 3.1 %, while the corresponding frequency of SWSR2 was 4.5 %
in relation to the total number of explants used in the experiment.
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Fig. 2: Assessment of different particle bombardment parameters affecting the transformation efficiency of split shoot apices for high oleic H. annuus L.
SWSR2 inbed line. A - D: different target distances, different helium pressures and different gold particle sizes and its effect on (A) gus expression
level, (B) GUS activity in the histochemical assay, (C) vitality and (D) shoot induction frequency. The bombardments were applied without preculture of the explants and a single shot per plate. E - F: different pre-culture durations and numbers of shots per plate and its effect on (E) GUS
activity and (F) shoot induction frequency and vitality. Here, bombardments were applied under 6 cm distance between macrocarrier assembly and
target plate using 1.6 µm gold particles and 1550 psi helium pressure. Results are data of at least three replicates and error bars represent the SE. For
protocol details see materials and methods.

Discussion
The ability to accelerate DNA-coated particles directly into intact
tissue by particle bombardment technique has expanded the range
of organisms that can be genetically transformed. However, the
efficiency of microparticle bombardment depends on a large number
of physical, biological and environmental factors (CHRISTOU, 1992;
SANFORD et al., 1993; KOPREK et al., 1996; RASCO-GAUNT et al.,
1999; BHAT et al., 2001; BHATNAGAR et al., 2002; TADESSE et al.,
2003), which have to be optimized for every plant tissue.
In the present investigation different physical and biological factors
were optimized to obtain an efficient biolistic gene transfer protocol

for high oleic sunflower genotypes. The results showed that the
highest gus expression values resulted from using 1.6 µm gold particle size in both tested genotypes. The same size of gold particle
size was successfully employed in the transformation of sunflower
cotyledons (VISCHI et al., 1999), buffel grass calli (BHAT et al., 2001)
and sorghum shoot tip and immature embryo (TADESSE et al., 2003).
Changes in helium pressure were found to affect the level of the
gene expression. There was a direct proportion between the gus
expression and the helium pressure up to 1550 psi. This could be
related to high penetration rate of the gold particles. On other hand,
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Tab. 1: Summary of transformation results of split shoot apices from high
oleic H. annuus L. genotypes cv. capella and SWSR2 using biolistic
gene transfer method.

Genotype

cv. capella

SWSR2

Total number of used explants

95

110

Number of positive plants
in fluorometric GUS activity assay

1

4

Gus frequency* (%)

1,1

3.6

Activity in the fluorometric assay
(µmol MU mg protein-1 min-1).
Mean ± SE

1509.6±130.8

1723.2±101.3

Number of plants tested with PCR

30

40

Number of PCR-positive plants

3

5

Transformation frequency* (%)

3.1

4.5

(*) The percentage was calculated in relation to the total number of bombarded
explants and PCR was performed with gus and nptII primers 14-16 weeks
after bombardment. Transformation frequency was calculated on the basis of
positive PCR plants.

a

a higher pressure (1800 psi) caused a dramatically reduction in the
gus expression due to the decreased vitality of the explants.
Eventually, the cell vitality was affected by varying helium pressure
and was inversely related to it. These results were related to the
penetration of those heavy metal particles into intact cells or tissues
which may provoke various levels of tissue wounding that can have
various effects on subsequent plant regeneration (TADESSE et al.,
2003). The data explain that the enhanced cell damage with increasing
the helium pressure resulted in decrease of the gus expression. Our
results and explanation were in accordance with GAUNT et al. (1999),
BHAT et al. (2001), BHATNAGAR et al. (2002) and TADESSE et al.
(2003).
In general, increase of the target distance to 9 cm induced a reduction
in the GUS activity regardless to the particle size and the helium
pressure used. Similarly, TADESSE et al. (2003) bombarded different
types of sorghum explants at 6 cm target distance and reported that
increasing the target distance could not be compensated by the
elevation of acceleration pressure in any of the explants. Thus, a
helium pressure of 1550 psi in combination with a target distance
6 cm and 1.6 µm particle size resulted in the highest gus transformation frequency.

b

c

Fig. 3: Histochemical GUS assay of two high oleic sunflower genotypes, cv. capella and SWSR2 inbred line. (a) Multiple shoots from direct shoot apices
regeneration on SIM2 medium, (b) Untreated shoot and (c) GUS expressing shoot after GUS staining assay.

Fig. 4: PCR analysis of transformed plants of high oleic H. annuus L. genotypes, cv. capella and SWSR2 inbred line, 14-16 weeks after co-cultivation.
100 ng of EcoRI digested genomic DNA was amplified with specific primers to gus and nptII genes. (a) with gus primers and (b) with nptII primers,
lane (1) molecular marker DNA, lane (2-6 and 12-16) transformed SWSR2 inbred line plants, lane (7-9 and 19-21) transformed cv. capella plants,
lane (10, 17) positive control (plasmid DNA) and lane (11, 18) negative control (untreated plants).

Sunflower transformation by particle bombardment

In an evaluation of the number of shots per explant, the results
show that bombarding the explants two times resulted in the highest
levels of GUS activity. These results were in agreement with PEREIRA
and ERICKSON (1995), SCHÖPKE et al. (1997) and BHATNAGAR et al.
(2002) who revealed that double bombardment of the same tissue
increased the number of transformed explants.
Moreover, our results clearly demonstrated the importance of preculture phase which seems to be a general feature with the current
technology (HARWOOD et al., 1995; HUNOLD et al., 1995; PEREIRA
and ERICKSON, 1995; NEHLIN et al., 2000). When explants were
cultured for one day prior to bombardment, the highest gus expression
frequency was obtained compared to 0 and 2 days of culture. We
hyopothesize that the increase of the gus expression after 1 day of
pre-culture is due to the reduction of bombardment shock and,
consequently, to tissue injury. FOLLING and OLESEN (2002) suggested
that the positive effect of pre-culture on transformation efficiency of
wheat could be related to the easiness by which plasmid DNA reaches
the chromosomes as well as to the damaging effect of the bombardment.
Therefore, a helium pressure of 1550 psi in combination with a target
distance of 6 cm, 1.6 µm gold particle size, bombardment the explants
twice and pre-culture the explants for one day prior to bombardment
were found to be a compromise between cell vitality and gus expression frequency.
For an estimation of the resulting transformation frequency the
optimized parameters were applied on split shoot apices of cv. capella
and SWSR2 inbred line and the plants were subjected to histochemical, fluorometric and molecular analysis.
With regard to histochemical analysis, two plants of cv. capella and
one plant of SWSR2 inbred line did not express the gus gene despite
of their positive PCR results. We suggest that gene silencing took
place which possibly resulted from the interaction among the multiple
integrated copies of transgene (SANFORD, 1990; KUMPATLA et al.,
1997) or when additional copies of an endogenous gene are expressed ectopically involves homology dependent gene silencing
(HDGS) (REDDY et al., 2003) or DNA methylation (AL-KAFF et al.,
2000; REDDY et al., 2003). Similar results were previously observed
in potato (OTTAVIANI et al., 1993), pearl millet (LAMBÉ et al., 1995)
and soybean (REDDY et al., 2003).
The fluorometric GUS activity and the transformation frequency
results reflected that the SWSR2 inbred line showed a higher response than cv. capella for the present transformation, since the transformation frequency amounted to 3.1 and 4.5 % for cv. capella and
SWSR2 inbred line, respectively. In accordance, stable transformation
was achieved via particle bombardment for different plant species
such as alfalfa (PEREIRA and ERICKSON, 1995), cassava (ZHANG
et al., 2000), potato (ROMANO et al., 2001), barley (MANOHARAN
and DAHLEEN, 2002), wheat (CHUGH and KHURANA, 2003), orchid
(MEN et al., 2003), soybean (REDDY et al., 2003), sorghum (TADESSE
et al., 2003) and rice (CHO et al., 2004). Additionally, particle
bombardment appears to be the best technique for gene transfer into
conifers (HUMARA et al., 1999).
Finally, the results showed for the first time that the biolistic method
can be successfully combined with direct regeneration system
(avoiding dedifferentiated cell stages) in producing high oleic H.
annuus L. plants.
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